
LOCUS       JQ065724                 752 bp    DNA     linear   MAM 20-MAR-2012 
DEFINITION  Nanger dama mhorr haplotype 1 D-loop, partial sequence; 
            mitochondrial. 
ACCESSION   JQ065724 
VERSION     JQ065724.1  GI:380448349 
KEYWORDS    . 
SOURCE      mitochondrion Nanger dama mhorr 
  ORGANISM  Nanger dama mhorr 
            Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
            Mammalia; Eutheria; Laurasiatheria; Cetartiodactyla; Ruminantia; 
            Pecora; Bovidae; Antilopinae; Nanger. 
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  AUTHORS   Salinas,M., Carranza,J., Moreno,E. and Espeso,G. 
  TITLE     Genetic structure of the captive population of Nanger dama mhorr 
            and Gazella cuvieri at La Hoya Field Station (EEZA-CSIC) 
  JOURNAL   Unpublished 
REFERENCE   2  (bases 1 to 752) 
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  TITLE     Direct Submission 
  JOURNAL   Submitted (22-NOV-2011) Game and Fish Research Center (CRCP), 
            Universidad de Cordoba, Colonia San Jose, Crta N-IV, Km 396, 
            Cordoba 14071, Spain 
FEATURES             Location/Qualifiers 
     source          1..752 
                     /organism="Nanger dama mhorr" 
                     /organelle="mitochondrion" 
                     /mol_type="genomic DNA" 
                     /sub_species="mhorr" 
                     /db_xref="taxon:261756" 
                     /haplotype="1" 
     D-loop          <1..>752 
ORIGIN       
        1 tatagcttca taaatatgga gaacaatatc agcattaaat ttactaaaac tttcaaaaat 
       61 taacacaagc ttaccactct aaagccccca taaaattctc acacaacaac tctagatgtc 
      121 cctgaaagga cattacatta atgtaataag gacatactat gtatatagta cattaaatga 
      181 ttgtccgcat gcatataagc acgtatataa cgtttaatgt acacggacat gatatattca 
      241 agatatgttt tcaggctagt acttaatgta cttgaataag atatggtagt tattacaata 
      301 catagtacat gtgaattaag caggtctccg tcgacatgca tgccccgtcc cttagatcac 
      361 gagcttatct accatgccgc gtgaaatcag caacccgctt ggcaaggatt tctcttcttg 
      421 ttttgagccc attaattgtg ggggtagcta ttagatgaac tttaaaagac atctggttct 
      481 ttcttcaggg ccatctcacc tagaatcgcc cactcgttcc tcttaaataa gacatctcga 
      541 tggactaatg actaatcagc ccatgctcac acataactgt gctgtcatac atttggtatc 
      601 tttttatttt gggggttgct tggactcagc tatggccgtc aaaggccccg acccggagca 
      661 taaattgtag ctggacttaa ctgcaccttg agcaccagca taatggtagg catgaacatt 
      721 atagtcagta gaagcatgga tattatagtc aa 
// 


